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Education 

Ph.D. Molecular Biology  1997  McGill University, Canada 
M.Sc. Immunogenetics  1990  Wageningen University, Netherlands 
B.Sc. Animal Science   1985  Shanghai Jiao Tong University, China 

Professional Experience 
Professor (8/2014-present)    Division of Animal and Nutritional Sciences 

       West Virginia University, Morgantown, WV 
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Research Areas 
• Molecular biology and development of bovine oocyte and early embryos 
• Molecular genetics and genomics of rainbow trout 

Teaching Duties 
• AGBI 514, Animal Biotechnology, 4 credit hours, Fall semester (100% responsibility) 
• AGBI 610, General Biochemistry, 4 credit hours, Fall semester (25% responsibility) 

Professional Activities 
• Member of the NE-1027 Multistate Research Project  
• Member of the Genetics and Developmental Biology Program, WVU 
• Member of the Reproductive Physiology Program, WVU 
• Member of the Society for the Study of Reproduction 

Awards and Fellowships 
• Benedum Distinguished Scholar Award (2012), West Virginia University 
• Outstanding Researcher Award (2007, 2008, 2012), Davis College of Agriculture, Natural 

Resources and Design, West Virginia University 
• Jeanne Timmins Fellowship (1999-2000), Montreal Neurological Institute (Canada) 
• CEMARP Fellowship (1991-1994), McGill University (Canada) 
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